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Significant achievements:

Fifty okra genotypes were collected and screened on the basis of morphological,
molecular, abiotic (salt) stress and biotic (YVMV) stress for further study.

Three genotypes were found highly resistance to YVMV infection.

Disease incidence ranged from 10.58 to 53.20 percent. Cross (hybrid) i.e. C-7801
X AB — 3 exhibited minimum percentage while cross (hybrid) KS — 310 x AB 1
exhibited maximum percentage of disease infestation.

Out of 45 cross hybrids, 9 were highly resistance against YVMV, 6 were
resistance, 21 moderately resistance, 8 moderately susceptible and 1 was highly
susceptible.

Three treatments were tested for salinity stress @ 25, 50 and 100 mmol
respectively. After 20 days, it was noted that morphological characteristics affected
with increase in salinity levels.

The diversity or genetic similarities between varieties varied for all the 50
genotypes of okra germplasm.

Recommendations:

The cross C-7801xAB-3 may be used for further study to develop the disease
resistant genotype.
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